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FIG. 2a 

GGT GAA GAA GGA GTT GTG CCA GCA CGT GAG TAC TCA GAC GAT CGT 45 
GlyGluGlu GlyVal Val Pro Ala Arg G lu Ty r Ser Asp Asp Arg [15] 

AAC ATC AAC CTG GCA GAC GAA TTA AAA ATT GGT GAT ACC ATT GAA 90 
AsnlleAsnLeu Ala Asp GluLeu Lys lie Gly Asp Thrlle Glu [30] 

GCA GTT GTC ATT TCT AAC GTA ACA AGC GAC AAG GAA GGC GTC AGT 135 
Ala Val Val lie Ser Asn Val ThrSer Asp Lys Glu Gly Val Ser [45] 

TAC TTG TTG TCA AAG AAG CGT TTG GAT GCG CGC AAG GCA TGG GAA 180 
Tyr Leu Leu Ser Lys Lys Arg Leu Asp Ala Arg Lys Ala Trp Glu [60] 

AAC TTG AGC TTT GCT GAA GGT GAC ACA GTT GAT GCC AAG GTT ATC 225 
Asn Leu Ser Phe Ala Glu Gly AspThrVal Asp Ala Lys Val He [75] 

AAC GCT GTT CGT GGT GGT TTG ATT GTT GAT GTT AAC GGC GTA CGT 270 
Asn Ala Val Arg Gly Gly Leu lie Val Asp Val Asn GlyVal Arg [90] 

GGT TTC GTA CCA GCA TCA ATG GTT GCA GAA CGT TTC GTT TCT GAT 315 
Gly Phe Val Pro Ala Ser Met Val Ala Glu Arg Phe Val Ser Asp [105] 

TTG -AAC CAA TTC AAG AAT AAG GAT ATT AAA GCA CAA GTT ATC GAA 360 
Leu Asn Gin Phe Lys Asn Lys Asp 1 1 e Lys A I a G I n Val 1 1 e Glu [120] 

ATT GAC CCT GCT AAT GCA CGT TTG ATT TTG TCA CGT AAG GCT GTT 405 
He Asp Pro Ala Asn Ala Arg Leu He Leu Ser Arg Lys Ala Val [135] 

GCT GCA CAA GAA CGC GCT GCA CGA TTG GCT GAA GTA TTT AGC AAG 450 
Ala Ala Gin Glu Arg Ala Ala Gin Leu Ala Glu Val Phe Ser Lys [150] 

TTG TCA GTT CGT GAA GTT GTT GAA GGA ACT GTT GCC CGT TTG ACA 495 
Leu Ser Val Gly Glu Val Val Glu Gly Thr Val Ala Arg Leu Thr [165] 

GAC TTC GGC GCA TTC GTT GAC TTG GGT GGT GTT GAT GGT TTG GTT 540 
Asp Phe Gly Ala Phe Val Asp Leu Gly Gly Val Asp Gly Leu Val [180] 

CAC GTA TCA GAA ATC TCA CAC GAT CGT GTG AAG AAC CCG GCC GAT 585 
H.sValSer Glu He Ser His Asp Arg Val Lys Asn Pro Ala Asp [195] 

GTA TTG ACA AAG GGT GAC AAG GTT GAT GTT AAG ATC TTG GCA TTG 630 
Val Leu Thr Lys Gly Asp Lys Val Asp Val Lys He Leu Ala Leu [210] 

GAC ACT GAA AAG GGT CGT ATC TCA TTG TCA ATC AAA GCA ACA CAA 675 
Asp Thr Glu Lys Gly Arg He Ser Leu Ser lie Lys Ala Thr Gin [225] 



FIG. 2b 

CGT GGA CCT TGG GAC GAA GCT GCA GAT CAA ATC GCT GCA GGT TCA 720 
Arg Gly Pro Trp AspGlu Ala Ala Asp Gin lie Ala AlaGlySer [240] 

GTG CTT GAA GGT ACT GTT AAG CGT GTG AAG GAC TTT GGT GCC TTT 765 
Val Leu GluGlyThr Val LysArg Val Lys Asp Phe Gly Ala Phe [255] 

GTT GAA ATT TTG CCT GGT ATC GAA GGT CTT GTG CAC GTG TCA CAA 810 
Val Glu lie Leu Pro Gly lie G lu Gly Leu Val His Val Ser Gin [270] 

ATT TCA AAC AAG CGT ATT GAA AAC CCA TCA GAA GTT TTG AAG TCT 855 
lie Ser Asn LysArg lie GluAsn Pro Ser Glu Val LeuLys^Ser [285] 

GGT GAC AAG GTA CAA GTG AAG GTA TTG GAC An AAG CCA GCC GAA 900 
Gly Asp Lys Val Gin Val Lys Val Leu Asp lie Lys Pro Ala Glu [300] 

GAA CGT ATT TCA TTG TCA ATG AAG GCT TTG GAA GAA AAG CCA GAA 945 
Glu Arg lie Ser Leu Ser Met Lys Ala Leu Glu Glu Lys Pro Glu [315] 

CGT GAA GAT CGT CGT GGT AAC GAT GGT TCA GCT TCA CGT GCT GAT 990 
Arg, Glu Asp Arg Arg Gly Asn Asp Gly Ser Ala Ser Arg Ala Asp [330] 

ATC GCT GCT TAC AAG CAA CAA GAT GAC TCA GCC GCA ACA TTG GGT 1035 
He Ala Ala Tyr Lys Gin Gin Asp Asp Ser Ala Ala Thr, Leu Gly [345] 

GAC ATC TTT GGT GAT AAG TTG TAA GAGGCATCAACATAAAAGAGCTGGTTC 1086 
Asp lie Phe Gly Asp Lys Leu *** [352] 

GCCAGnCimATTTTTGAAGAAAAATTGAGTGGGCAnAGTGGGCGCTCACGGTATG 1145 
AAAAAGGAGGTGCGATTATGGCAGCACCAGTAGTAGCCATTGTTGGCGACCAAACGTCG 1 204 
GAAMTCGACTATCTTTAACCGGATGGCCGGAGAACGTATTGCAATTGTTGAAGATCAA 1 263 



CCAGGGGTAACACGCGATCGTTTGTACGCGCCAGCCGAATGGTTGAATTAT 
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FIG. 1 



GGT GAA GAA GGA GTT GTG CCA GCA CGT GAG TAC TCA GAC GAT CGT 45 
Gly Glu Glu Gly Val Val Pro Ala Arg G lu Tyr Ser Asp Asp Arg [15] 

AAC ATC AAC CTG GCA GAC GAA TTA AAA ATT GGT GAT ACC ATT GAA 90 
Asn lie Asn Leu Ala Asp Glu Leu Lys I le G ly Asp Thr I le G lu [30] 

GCA GTT GTC ATT TCT AAC GTA ACA AGC GAC AAG GAA GGC GTC AGT 135 
Ala Val Val lie Ser Asn Val Thr Ser Asp Lys Glu Gly Val Ser [45] 

TAC TTG TTG TCA AAG AAG CGT TTG GAT GCG CGC AAG GCA TGG GAA 180 
Tyr Leu Leu Ser Lys Lys Arg Leu Asp Ala Arg Lys Ala Trp Glu [60] 

AAC TTG AGC TTT GCT GAA GGT GAC ACA GTT GAT GCC AAG GTT ATC 225 
Asn Leu Ser Phe Ala Glu Gly Asp Thr Val Asp Ala Lys Val He [75] 

AAC GCT GTT CGT GGT GGT TTG ATT GTT GAT GTT AAC GGC GTA CGT 270 
Asn Ala Val Arg Gly Gly Leu lie Val Asp Val Asn Gly Val Arg [90] 

GGT TTC GTA CCA GCA TCA ATG GTT GCA GAA CGT TTC GTT TCT GAT 315 
Gly Phe Val Pro Ala Ser Met Val Ala Glu Arg Phe Val Ser Asp [105] 

TTG -AAC CAA TTC AAG AAT AAG GAT ATT AAA GCA CAA GTT ATC GAA 360 
Leu Asn Gin Phe Lys Asn Lys Asp lie Lys Ala Gin Val He Glu [120] 

An GAC CCT GCT AAT GCA CGT TTG ATT TTG TCA CGT AAG GCT GTT 405 
lie Asp Pro Ala Asn Ala Arg Leu lie Leu Ser Arg Lys Ala Val [135] 

GCT GCA CAA GAA CGC GCT GCA CGA TTG GCT GAA GTA TTT AGC AAG 450 
Ala Ala Gin Glu Arg Ala Ala Gin Leu Ala Glu Val Phe Ser Lys [150] 



TTG TCA GTT CGT GAA GTT GTT GAA 
Leu Ser Val Gly Glu Val Val Glu 

GAC TTC GGC GCA TTC GTT GAC TTG 
Asp Phe .Gly Ala Phe Val Asp Leu 



GGA ACT GTT GCC CGT TTG ACA 495 

Gly Thr Val Ala Arg Leu Thr [165] 

GGT GGT GTT GAT GGT TTG GTT 540 

G ly -Gly -Va I Asp G I y L eu V al [180] 



CAC GTA TCA GAA ATC TCA CAC GAT CGT GTG AAG AAC CCG GCC GAT 585 
His Val Ser Glu I le Ser His Asp Arg Val Lys Asn Pro Ala Asp [195] 

GTA TTG ACA AAG GGT GAC AAG GTT GAT GTT AAG ATC TTG GCA TTG 630 
Val Leu Thr Lys Gly Asp Lys Val Asp Val Lys He Leu Ala Leu [210] 

GAC ACT GAA AAG GGT CGT ATC TCA TTG TCA ATC AAA GCA ACA CAA 675 
Asp Thr Glu Lys Gly Arg He Ser Leu Ser He Lys Ala Thr Gin [225] 



CGT GGA CCT TGG GAC GAA GCT GCA GAT CAA ATC GCT GCA GGT TCA 720 
Arg Gly Pro Trp AspGlu Ala Ala Asp Gin lie Ala AlaGlySer [240] 

GTG CTT GAA GGT ACT GTT AAG CGT GTG AAG GAC TTT GGT GCC TTT 765 
Val Leu GluGlyThr Val Lys Arg Val Lys Asp Phe Gly Ala Phe [255] 

GTT GAA ATT TTG CCT GGT ATC GAA GGT CTT GTG CAC GTG TCA CAA 810 
Val Glu lie Leu Pro Gly lie Glu Gly Leu Val His Val Ser Gin [270] 

AH TCA AAC AAG CGT ATT GAA AAC CCA TCA GAA GTT TTG AAG TCT 855 
lie Ser Asn Lys Arg lie GluAsn Pro Ser Glu Val Leu Lys Ser [285] 

GGT GAC AAG GTA CAA GTG AAG GTA TTG GAC ATT AAG CCA GCC GAA 900 
Gly Asp Lys Val Gin Val Lys Val Leu Asp He Lys Pro Ala Glu [300] 

GAA CGT ATT TCA TTG TCA ATG AAG GCT TTG GAA GAA AAG CCA GAA 945 
Glu Arg He Ser Leu Ser Met Lys Ala Leu Glu Glu Lys Pro Glu [315] 

CGT GAA GAT CGT CGT GGT AAC GAT GGT TCA GCT TCA CGT GCT GAT 990 
Arg. Glu Asp Arg Arg Gly Asn Asp Gly Ser Ala Ser Arg Ala Asp [330] 

ATC GCT GCT TAC AAG CAA CAA GAT GAC TCA GCC GCA ACA TTG GGT 1035 
He Ala Ala Tyr Lys Gin Gin Asp Asp Ser Ala Ala Thr, Leu Gly [345] 

GAC ATC TTT GGT GAT AAG TTG TAA GAGGCATCAACATAAAAGAGCTGGTTC 1086 
Asp He Phe Gly Asp Lys Leu *** [352] 

GCCAGTTCTmATTmGAAGAAAAATTGAGTGGGCAnAGTGGGCGCTCACGGTATG 1145 

AAAAAGGAGGTGCGATTATGGCAGCACCAGTAGTAGCCATTGTTGGCGACCAAACGTCG 1204 

GAAMTCGACTATCTTTAACCGGATGGCCGGAGAACGTATTGCAATTGTTGAAGATCAA 1263 

CCAGGGGTAACACGCGATCGTTTGTACGCGCCAGCCGAATGGTTGAATTAT 1314 
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